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Effects of Yangyin Jiedu Decoction ( ) on Proliferation Apoptosis and H3K27Me3 Modification of

Lung Cancer A549 Cells

YANG Wenxiao' JIAO Lijing' YAO Jialin' ZHAO Xiaodong® XU Ling'

(1. Yueyang Hospital of Tntegrated Traditional Chinese and Western Medicine Shanghai University of Traditional Chinese Medicine
Shanghai 200437; 2. Shanghai Center for Systems Biomedicine Shanghai Jiaotong University)

ABSTRACT Objective To explore the possible action mechanism of Yangyin Jiedu Decoction ( ) in the
treatment of lung cancer. Methods Yangyin Jiedu Decoction with gradient concentrations of 0 62.5 125 250
500 and 1000 pg/ml were added to A549 cells. The effects of different concentrations of Yangyin Jiedu Decoction at
24 48 and 72 h on the proliferation of lung cancer cell line A549 were detected. Half maximal inhibitory concentra—
tion ( ICs,) was calculated based on cell survival rate and A549 cells were divided into a control group and low-dose

and high-dose groups of Chinese medicine. The control group used medium without Yangyin Jiedu Decoction. The
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high-dose group of Chinese medicine added the 1Cs, concentration of Yangyin Jiedu Decoction for 48 h’s intervention.

The low-dose group of Chinese medicine added 1/2 ICs, concentration of Yangyin Jiedu Decoction for 48 h’s interven—
tion. Cell cycle and apoptosis of each group were detected. ChIP-Seq technique was used to analyze the changes of
whole genome modification of A549 cells treated with Yangyin Jiedu Decoction 1C4, concentration after 48 h”s interven—
tion and GO enrichment analysis was conducted. Results Yangyin Jiedu Decoction can significantly inhibit the
proliferation of lung cancer cell A549 in a dose-dependent and time-dependent manner ( P <0.05) and its ICy, at
48 h was 63 pg/ml. Low and high dose Chinese medicine group can block A549 cells in G2/M phase and induce the
cell apoptosis and the high dose Chinese medicine group was better than low dose Chinese medicine group in blo—
cking and inducing advanced apoptosis and total apoptosis ( P <0.05) ; ChIP-Seq results showed that there were a total
of 1058 genes H3K27Me3 modification changed and 601 genes were increased in degree of modification and 457
were reduced in degree of modification. GO analysis showed that the up—regulated genes were involved in biological
functions such as G-protein coupled receptor signaling pathway and negative regulation of apoptosis process. Down-—
regulated genes were involved in the positive regulation of RNA polymerase Il promoter transcription and neurological
development. Conclusion 63 pg/ml Yangyin Jiedu Decoction can significantly inhibit the proliferation of A549
cells keeping cell arrest in G2/M stage and induce apoptosis. The mechanism may be related to the alteration of
H3K27Me3 epigenetic modification spectrum.

Keywords lung cancer; Yangyin Jiedu Decoction ( ) ; proliferation; apoptosis; H3K27Me3; epigenetics
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Traditional Chinese Medicine for Myasthenia Gravis: A Reevaluation on Systematic Review/Meta-analysis
HUANG Chunhua' LIU Liting® RAO Wangfu'
(1. Affiliated Hospital of Jiangxi University of Traditional Chinese Medicine Nanchang 330006; 2. Graduate School Jiangxi Univer—
sity of Traditional Chinese Medicine)
ABSTRACT Objective To conduct a reevaluation study on systematic review /Meta-analysis of traditional Chinese
medicine ( TCM) treatment of myasthenia gravis ( MG) in order to evaluate the bias and the reliability of the conclu—
sion. Methods We comprehensively searched China National Knowledge Infrastructure ( CNKI)  VIP database
WanFang database Chinese Biology Medicine ( CBM) PubMed Embase The Cochrane Library for literature on
systematic review/Meta-analysis of TCM treatment of MG from the establishment time of databases to September 30th
2018. The literature were evaluated in terms of methodological quality evaluation outcome index evidence quality
grading. Descriptive analysis was conducted to primary outcome index. Results A total of 7 SRs/Meta-analysis
were included with 28 outcomes index. 6 papers compared the efficacy of TCM combined with western medicine be—
tween western medicine alone in treating MG. One systematic review compared the efficacy of TCM alone and western
medicine alone. The AMSTAR scale score showed that there were 3 papers with a total score of 11 =16  which was of
medium quality. 4 papers with a total score was between 17 and 22 points which was of high quality. GRADE grad-
ing results showed that evidences of 23 outcome index were of low or extremely low quality and only 5 outcomes were
of intermediate quality mainly reflected in the recurrence rate TCM syndrome scores adverse reactions. Descriptive
analysis showed that TCM treatment of MG can improve the total effective rate reduce the clinical absolute score
clinical relative score reduce the recurrence rate the incidence of adverse reactions ( P <0.05 or P <0.01).
Conclusion The systematic review/Meta-analysis of methodological quality of TCM treatment of MG is medium to
high but the evidence strength of the conclusion is low. The available evidence indicates that TCM combined with
western medicine may have synergistic effects in the treatment of MG.
Keywords traditional Chinese medicine therapy, myasthenia gravis; systematic review; AMSTAR tool; GRADE
grading
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